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What is “Single Cell GenomicsE
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Genomic technologies are applied at the level of single cells, rather than at the level
of an entire cell population
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Single Cell Genomics in a few data

A A growing field since 2007

A >350 papers (>25
Science/Nature/Cell/PNAS)

A Microbiology, Genomics, Cancer,
Bi otechnol ogy, Stem

Single Cell Genomics (SCG) Report 2013: Market Size, Segmentation, Growth,
Competition and Trends
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DUBLIN, November 13, 2013 IPRNewswire/ — AR ARCHANDMARKETS More by this Source

Research and Markets (nttp:/iwww.researchandmarkets.comiresearchih74k64/single_cell) has
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Novel metabolic features found in the SAG data set.

Bacteria Archaea
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Fluorescence Activated Cell Sorting vs Microfluidics
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Programmable microfluidic reaction array.

Microfluidics for single cell analysis
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2. (So far), whole genome amplification is needed
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Massively parallel polymerase cloning and genome

sequencing of single cells using nanoliter
microwells
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Genome sequencng of sngle cels has & vanety of applcations. Inchuding characterizng dfficul
10-Culture microorganesms and identifying somatic mtatons n single Cells from mammakan
wssues A major hurdie in Bus process s the bias in ampifyng the genetc matenal from  single
Cefl 3 procedure nown as polymerase Clornng Here we desCrie the macrowed dsplac ement
ampltc stion system (MIDAS). a massively paraflel polymerase chonng method in which segie
cells e randomly destributed o hundreds 10 thousands of nancbier wells and ther penetic
material 15 seTwRaneously ampidied for shotgun sequencing MIDAS reduces ampiéicaton bas
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